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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

GENERAL TEST RANGE LOW 5.8
MEASURMENT MODE ABSORB HIGH 120
REACTION MODE R-S <1> NORM.RANGE LOW 133
CALIBRATION MODE SLOPE AVG <2> HIGH 63.9

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT<1>
WAVELENGTH 340nm<2> READINGS FIRST 7 LAST:20
DECIMAL POSITION 0 REACTION LIMIT NO
UNIT u/L<21> CALIBRATION
ANALYSIS CALIB . INTERVAL ON REQUEST <3>

POST DIL . FACTOR NO <SPACE> BLANK
CONC . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
SAMPLE CYCLE 1 HIGH NO <SPACE>
VOLUME 30 BLANK RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 30 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 300 STD - 2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION DECREASE <2>  |REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000 A C E
OFFSET 0.00000

ey

>9)

st 53l 00T gy

2 Jako 550

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 200
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 15
WAVELENGTH 550nm<4> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC.STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 12 LAST : 20

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 6 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 5.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 200 STANDARD POS #
START R1CYCLE 8 STD-1 *
VOLUME 100 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

ADA

ey

>9)

st 53l 00T gy

2 Jako 550

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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ALBUMIN
BCG

GENERAL TEST RANGE LOW 1
MEASURMENT MODE ABSORB HIGH 6
REACTION MODE R-S <1> NORM.RANGE LOW 35

CALIBRATION MODE

SLOPE AVG <2>

HIGH

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 600nm <5> READINGS FIRST CB LAST : 10

DECIMAL POSITION 2 CALIBRATION

UNIT G /DL <11> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 3.0 HIGH NO <SPACE>

DILUTION NAME H20 <00> STANDARD POS #

VOLUME 25.0 STD-1 *

REAGENT CYCLE 1 STD -2 NO

VOLUME 300 STD -3 NO
CALCULATION

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 A L B U M I N

ey

>9)

st 53l 00T gy

2 Jako 550
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 5
CALIBRATION MODE SLOPE AVG <2>  JHIGH 1000
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 64
CLEANER NO <1> HIGH 306
WAVELENGTH 405nm <2> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC . STEP A KINSEARCH<3>
UNIT u/L<21> READINGS FIRST 8 LAST:15

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 5 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS 4
START R1 CYCLE 5 STD-1 *
VOLUME 60 STD-2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>

SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%
REAC . DIRECTION INCREASE <1>
CHECK ON<1> ALP

03:65,55t oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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ALP
DGKC

a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 1000
REACTION MODE R-S <1> NORM.RANGE LOW 64

CALIBRATION MODE

SLOPE AVG <2>

HIGH

306

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A KINESEARCH <3>

WAVELENGTH 405nm <2> READINGS FIRST 4 LAST:11

DECIMAL POSITION 0 CALIBRATION

UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 5 HIGH NO <SPACE>

DILUTION NAME H20 <NO> STANDARD POS #

VOLUME 10 STD-1 *

REAGENT CYCLE 1 STD -2 NO

VOLUME 300 STD -3 NO
CALCULATION

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK ON <1> DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 AL P (WR) 4+ 1

ey

>9)

st 53l 00T gy

: J ko 5k
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 2
CALIBRATION MODE SLOPE AVG <2> HIGH 300
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 40
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC.STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 8 LAST : 15

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 30 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 5.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 5 STD-1 *
VOLUME 60 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

DECREASE <2>

CHECK

OFF

ALT

ey

>9)

st 53l 00T gy

2 Jako 550

loyd ol 10lai021 -88775656 (yolod skt b b dallias by S 53 39798 58 ygiand by e & 35 Chy9u0 53 lakal
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ALT
IFCC

GENERAL TEST RANGE LOW 2
MEASURMENT MODE ABSORB HIGH 300
REACTION MODE R-S <1> NORM.RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 40
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 4 LAST : 11
DECIMAL POSITION 1 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 30 HIGH NO <SPACE>
DILUTION NAME H20 <00> STANDARD POS #
VOLUME 30 STD-1 *
REAGENT CYCLE 1 STD -2 NO
VOLUME 300 STD -3 NO
CALCULATION

SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION DECREASE <2> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 ALT (WR) 4+l

ey

>9)

st 53l 00T gy

: J ko 5k

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)



Meltapr COBAS b Olays Wo 8%
AMYLASE s
IFCC Ty

03:5,55b

S5 18 S 3 50 Gpas eolel g 4 Gyre Jolme 2 ghowo (53w 00T (g y
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GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 2000
REACTION MODE R-S <1> NORM.RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 100
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEPA KINESEARCH <3>
WAVELENGTH 405nm <2> READINGS FIRST 3 LAST:9
DECIMAL POSITION 0 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>
ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 5.0 HIGH NO <SPACE>
DILUTION NAME H20 <NO> STANDARD POS #
VOLUME 5.0 STD-1 *
REAGENT CYCLE 1 STD -2 NO
VOLUME 250 STD-3 NO
CALCULATION
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 a-AM Y LAS E

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 800
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 200
WAVELENGTH 600nm<4> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT 1U/ML READINGS FIRST CB LAST : 13
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 3 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 200 STANDARD POS #
START R1CYCLE 3 STD-1 *
VOLUME 50 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0
CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%
REAC . DIRECTION INCREASE <1>
CHECK OFF ASO

ey

>9)

st 53l 00T gy

2 Jako 550
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 2
CALIBRATION MODE SLOPE AVG <2>  |HIGH 300
REAGENT BLANK REAG/DIL<2>  |NORM.RANGE LOW 0
CLEANER NO <1> HIGH 37
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC . STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 8 LAST : 15

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 30 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 5.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1 CYCLE 5 STD - 1 *
VOLUME 60 STD - 2 NO
DILUTION NAME H20 <00> STD - 3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

DECREASE <2>

CHECK

OFF

AST

ey

>9)

st 53l 00T gy

2 Jako 550
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AST
IFCC

GENERAL TEST RANGE LOW 2
MEASURMENT MODE ABSORB HIGH 300
REACTION MODE R-S <1> NORM.RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 37
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 4 LAST : 11
DECIMAL POSITION 1 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 30 HIGH NO <SPACE>
DILUTION NAME H20 <00> STANDARD POS #
VOLUME 25 STD-1 *
REAGENT CYCLE 1 STD -2 NO
VOLUME 300 STD -3 NO
CALCULATION

SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION DECREASE <2> REPLICATE DUP <2>
CHECK ON <1> DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 AST (WR) 4+1

ey

>9)

st 53l 00T gy

: J ko 5k

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl : Jalono (55l
GENERAL CHECK ON <1>
MEASURMENT MODE ABSORB CONVERS . FACTOR 1.00000
REACTION MODE R-S-SR1 <3> OFFSET 0.00000
CALIBRATION MODE SLOPE AVG <2> TEST RANGE LOW 0.1
REAGENT BLANK REAG / DIL <2> HIGH 10
CLEANER NO <1> NORM.RANGE LOW 0
WAVELENGTH 550nm<4> HIGH 0.3
DECIMAL POSITION 1 NUMBER OF STEPS 1
UNIT MG /DL CALC.STEP A END POINT <1>
ANALYSIS READINGS FIRST 7 LAST : 20
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 30 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1 CYCLE 8 STD -1 *
VOLUME 60 STD - 2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0 REPLICATE DUP <2>
CALCULATION DEVIATION 10.0%
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> B I L L- D

03:65,55t oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl : Jalono (55l
GENERAL CHECK ON <1>
MEASURMENT MODE ABSORB CONVERS . FACTOR 1.00000
REACTION MODE R-S-SR1 <3> OFFSET 0.00000
CALIBRATION MODE SLOPE AVG <2> TEST RANGE LOW 0.12
REAGENT BLANK REAG / DIL <2> HIGH 20
CLEANER NO <1> NORM.RANGE LOW 0.1
WAVELENGTH 550nm<4> HIGH 1.2
DECIMAL POSITION 1 NUMBER OF STEPS 1
UNIT MG /DL CALC.STEP A END POINT <1>
ANALYSIS READINGS FIRST 7 LAST : 20
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 7.0 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1 CYCLE 8 STD -1 *
VOLUME 60 STD - 2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0 REPLICATE DUP <2>
CALCULATION DEVIATION 10.0%
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> B I L L-T

03:65,55t oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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c3 ey
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl : Jalono (55l

GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 10
CALIBRATION MODE LOGIT LOG4 HIGH 350

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

90

CLEANER NO <1> HIGH 180
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST 20
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 0
VOLUME 60 STD -2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 10 STD-4 CAL/4
STD-5 CAL/2
STD -6 CAL
CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

C3

wlayd ol ole3 021-88775656 kel o3bas b b daline by i )3 5798 5 ygiawsd oy S & s Ciyguo 33 lika)
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a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

GENERAL CONVERS . FACTOR 1..0000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 5
CALIBRATION MODE LOGIT LOG4 HIGH 90
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 10
CLEANER NO <1> HIGH 40
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST : 20

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 6 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 0
VOLUME 60 STD -2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 10 STD-4 CAL/4

STD-5 CAL/2
STD -6 CAL

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

C4

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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CA
ARSENAZO 11l

GENERAL TEST RANGE LOW 1
MEASURMENT MODE ABSORB HIGH 20
REACTION MODE R-S <1> NORM.RANGE LOW 85
CALIBRATION MODE SLOPE AVG <2> HIGH 10.5

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 600nm <5> READINGS FIRST CB LAST : 10

DECIMAL POSITION 2 CALIBRATION

UNIT MG /DL <11> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 5 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD-1 *

VOLUME 300 STD -2 NO
CALCULATION STD -3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

e— — CALCIUM ARSENAZO
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st 53l 00T gy
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CHOLESTEROL
COLOUR/ENZ

GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 500
REACTION MODE R-S <1> NORM.RANGE LOW 0

CALIBRATION MODE

SLOPE AVG <2>

HIGH

200

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC . STEP A END POINT <1>
WAVELENGTH 505nm <3> READINGS FIRST CB  LAST:20
DECIMAL POSITION 0 CALIBRATION
UNIT MG /DL <11> CALIB . INTERVAL ON REQUEST <3>
ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 3.0 HIGH NO <SPACE>
DILUTION NAME H20 <00> STANDARD POS #
VOLUME 30.0 STD-1 *
REAGENT CYCLE 1 STD -2 NO
VOLUME 300 STD -3 NO
CALCULATION
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1>  |REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
CHOLESTEROL
OFFSET 0.00000
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 10
CALIBRATION MODE SLOPE AVG <2> HIGH 2000
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 24
CLEANER NO <1> HIGH 195
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 9 LAST:18

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 10 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 HIGH NO <SPACE>
VOLUME 5 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 200 STANDARD POS #
START R1CYCLE 4 STD-1 *
VOLUME 50 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

CK NAC
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GENERAL TEST RANGE LOW 10
MEASURMENT MODE ABSORB HIGH 2000
REACTION MODE R-S <1> NORM.RANGE LOW 24
CALIBRATION MODE SLOPE AVG <2> HIGH 195
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 6 LAST : 15
DECIMAL POSITION 1 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 10 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 25 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 250 STD -2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK ON <1> DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 C K- NAC (4+ 1)
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GENERAL REAC . DIRECTION INCREASE <1>
MEASURMENT MODE ABSORB CHECK OFF
REACTION MODE R-S-SR1 <3> CONVERS . FACTOR 1.00000
CALIBRATION MODE SLOPEAVG <2>  |oFFsET 0.00000
REAGENT BLANK REAG/DIL<2>  |TEST RANGE LOw 1.9
CLEANER NO <1> HIGH 318
WAVELENGTH 340nm <1> NORM.RANGE LOW 0
DECIMAL POSITION 0 HIGH 2
UNIT U/L<21> NUMBER OF STEPS 1

ANALYSIS CALC.STEP A KINSEARCH
POST DIL . FACTOR NO <SPACE>  |READINGS FIRST 9 LAST:18
CONC . FACTOR NO <SPACE>  |REACTION LIMIT NO
SAMPLE CYCLE 1 CALIBRATION
VOLUME 2% CALIB . INTERVAL ON REQUEST <3>
DILUTION NAME H20 BLANK
VOLUME 5.0 REAG . RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 BLANK RANGE LOW NO <SPACE>
START R1 CYCLE 4 HIGH NO <SPACE>
VOLUME 60
DILUTION NAME H20 <00> REPLICATE DUP <2>
VOLUME 50 DEVIATION 10.0%

CALCULATION

SAMPLE LIMIT NO <SPACE> CKMB

03:65,55t oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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03:5,555L

GENERAL TEST RANGE LOW 1.9
MEASURMENT MODE ABSORB HIGH 318
REACTION MODE R-S <1> NORM.RANGE LOW 0
CALIBRATION MODE SLOPE AVG <2> HIGH 24
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 6 LAST : 15
DECIMAL POSITION 0 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 24 HIGH NO <SPACE>
DILUTION NAME H20 <00> STANDARD POS #
VOLUME 5.0 STD-1 *
REAGENT CYCLE 1 STD -2 NO
VOLUME 300 STD -3 NO

CALCULATION
SAMPLE LIMIT NO <SPACE> REPLICATE DUP <2>
REAC . DIRECTION INCREASE <1> DEVIATION 10.0%
CHECK OFF
CONVERS . FACTOR 1.00000
OFFSET 0.00000 C K M B (WR) 4+1

wlayd ol ole3 021-88775656 kel o3bas b b daline by i )3 5798 5 ygiawsd oy S & s Ciyguo 33 lika)
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03:5,55b

GENERAL TEST RANGE LOW 16
MEASURMENT MODE ABSORB HIGH 500
REACTION MODE R-S <1> NORM.RANGE LOW 70
CALIBRATION MODE SLOPE AVG <2> HIGH 155
REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1
CLEANER NO <1> CALC . STEP A END POINT <1>
WAVELENGTH 550nm<4> READINGS FIRST CB  LAST:10
DECIMAL POSITION 0 CALIBRATION
UNIT UG /pL CALIB . INTERVAL ON REQUEST <3>
ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 15 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 10 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 300 STDg2 NO
CALCULATION STD-3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 CO PPER

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 0.2
CALIBRATION MODE SLOPE AVG <2> HIGH 15
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0.6
CLEANER NO <1> HIGH 14
WAVELENGTH 505nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 2 CALC.STEP A KINSEARCH
UNIT MG /DL READINGS FIRST 4 LAST : 7

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 20 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 100 STANDARD POS #
START R1CYCLE 2 STD-1 *
VOLUME 90 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

CREATININE JAFFE
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GENERAL TEST RANGE LOW 0.2
MEASURMENT MODE ABSORB HIGH 15
REACTION MODE R-S <1> NORM.RANGE LOW 0.6
CALIBRATION MODE SLOPE AVG <2> HIGH 14
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 505nm <3> READINGS FIRST 2 LAST:5
DECIMAL POSITION 2 CALIBRATION
UNIT MG /DL CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 25 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 10 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 250 STD -2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
CREATININE JAFFE (WR) 1+1
OFFSET 0.00000
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GENERAL CONVERS . FACTOR 1.000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 2
CALIBRATION MODE Lininter HIGH 100

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

0

CLEANER NO <1> HIGH 6
WAVELENGTH 600nm<4> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC.STEP A END POINT <1>
UNIT MG /L READINGS FIRST CB LAST : 13
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 6.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 3 STD-1 0
VOLUME 60 STD -2 CAL/8
DILUTION NAME H20 <00> STD -3 CAL/4
VOLUME 10 STD -4 CAL/2
CALCULATION STD -5 CAL
SAMPLE LIMIT NO <SPACE> REPLICATE DUP <2>
REAC . DIRECTION INCREASE <1> DEVIATION 10.0%

CHECK

OFF

CRP
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 5
CALIBRATION MODE SLOPE AVG <2> HIGH 300
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 7
CLEANER NO <1> HIGH 50
WAVELENGTH 405nm <2> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC.STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 9 LAST : 18

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 2 BLANK
VOLUME 30 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 4 STD-1 *
VOLUME 60 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

gGT
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GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 300
REACTION MODE R-S <1> NORM.RANGE LOW 7
CALIBRATION MODE SLOPE AVG <2> HIGH 50
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 405nm <2> READINGS FIRST 6 LAST:15
DECIMAL POSITION 1 CALIBRATION
UNIT U/L<21> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 25 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 10.0 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 250 STD -2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 g GT (WR) 4+1
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GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 400
REACTION MODE R-S <1> NORM.RANGE LOW 70

CALIBRATION MODE

SLOPE AVG <2>

HIGH

115

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC . STEP A END POINT <1>

WAVELENGTH 505nm <3> READINGS FIRST CB  LAST:20

DECIMAL POSITION 0 CALIBRATION

UNIT MG /DL <11> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 3.0 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 300 STANDARD POS #

REAGENT CYCLE 1 STD -1 *

VOLUME 300 ETD - 2 NO
CALCULATION STD-3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1>  |REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 G L U COS E
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GENERAL CHECK OF
MEASURMENT MODE ABSORB CONVERS . FACTOR 1.00000
REACTION MODE R-S-SR1 <3> OFFSET 0.00000
CALIBRATION MODE SLOPE AVG <2> TEST RANGE LOW 5
REAGENT BLANK REAG / DIL <2> HIGH 100
CLEANER NO <1> NORM.RANGE LOW 35
WAVELENGTH 600nm <5> HIGH 65
DECIMAL POSITION 1 NUMBER OF STEPS 1
UNIT MG /DL CALC.STEP A END POINT<1>

ANALYSIS READINGS FIRST 7 LAST:20
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3.0 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 *
VOLUME 80 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0 REPLICATE DUP <2>

CALCULATION DEVIATION 10.0%
SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION

INCREASE <1>

HDL -C
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 40
CALIBRATION MODE LOGIT LOG4 HIGH 600
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 70
CLEANER NO <1> HIGH 400
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST : 20

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 0
VOLUME 60 STD -2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 60 STD -4 CAL/4

CALCULATION STD -5 CAL/2
SAMPLE LIMIT NO <SPACE> STD -6 CAL
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%

IgA
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 180
CALIBRATION MODE LOGIT LOG4 HIGH 3000

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

700

CLEANER NO <1> HIGH 1600
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST : 20
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 0
VOLUME 60 STD -2 CAL/8
DILUTION NAME H20 <00> STD -3 CAL/4
VOLUME 5.0 STD -4 CAL/2
CALCULATION STD -5 CAL
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 15
CALIBRATION MODE LOGIT LOG4 HIGH 300
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 40
CLEANER NO <1> HIGH 230
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST : 20

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 0
VOLUME 60 STD -2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 5.0 STD -4 CAL/4

CALCULATION STD -5 CAL/2
SAMPLE LIMIT NO <SPACE> STD -6 CAL
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 5
CALIBRATION MODE SLOPE AVG <2> HIGH 400

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

35

CLEANER NO <1> HIGH 168
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT uG /DL READINGS FIRST 7 LAST:20

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 30 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 *
VOLUME 60 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>

SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

ON <1>

IRON

ey
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GENERAL TEST RANGE LOW 0
MEASURMENT MODE ABSORB HIGH 140
REACTION MODE R-S <1> NORM.RANGE LOW 4.5
CALIBRATION MODE SLOPE AVG <2> HIGH 19.8

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC . STEP A END POINT <1>

WAVELENGTH 505nm <3> READINGS FIRST CB  LAST:13

DECIMAL POSITION 0 CALIBRATION

UNIT MG / DL <12> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 3.0 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD -1 *

VOLUME 300 STD - 2 NO
CALCULATION STD - 3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1>  |REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 LACTATE
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 10
CALIBRATION MODE SLOPE AVG <2> HIGH 1600
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 530
WAVELENGTH 340nm <1> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A KINSEARCH
UNIT U/L<21> READINGS FIRST 8 LAST : 13

ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 6 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240
START R1CYCLE 5 STANDARD POS #
VOLUME 60 STD-1 *
DILUTION NAME H20 <00> STD - 2 NO
VOLUME 5.0 STD -3 NO

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

DECREASE <2>

CHECK

OFF

LDH
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GENERAL TEST RANGE LOW 10
MEASURMENT MODE ABSORB HIGH 1600
REACTION MODE R-S <1> NORM.RANGE LOW 0

CALIBRATION MODE

SLOPE AVG <2>

HIGH

530

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC . STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 4 LAST : 10
DECIMAL POSITION 0 REACTION LIMIT NO
UNIT U/L<21> CALIBRATION
ANALYSIS CALIB . INTERVAL ON REQUEST <3>

POST DIL . FACTOR NO <SPACE> BLANK
CONC . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
SAMPLE CYCLE 1 HIGH NO <SPACE>
VOLUME 6 BLANK RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10
REAGENT CYCLE 1 STANDARD POS #
VOLUME 300 STD-1 *

CALCULATION STD -2 NO
SAMPLE LIMIT NO <SPACE> STD-3 NO
REAC . DIRECTION DECREASE <2> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 L D H 4+ 1
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 10
CALIBRATION MODE SLOPE AVG <2> HIGH 400

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

0

CLEANER NO <1> HIGH 130
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT MG /DL READINGS FIRST 7 LAST:20
ANALYSIS

POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 20 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 8 STD-1 *
VOLUME 80 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 0.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

OFF

LDL-C
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 5
CALIBRATION MODE SLOPE AVG <2> HIGH 250
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 60
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC.STEP A KINSEARCH
UNIT u/L READINGS FIRST 8 LAST : 13

ANALYSIS REAXTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3.0 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 250 STANDARD POS #
START R1CYCLE 5 STD-1 *
VOLUME 50.0 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5.0

CALCULATION REPLICATE DUP <2>
SAMPLE LIMIT NO <SPACE> DEVIATION 10.0%

REAC . DIRECTION

INCREASE <1>

CHECK

ON <1>

LIPASE

ey

>9)

st 53l 00T gy

2 Jako 550

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)



Deltap

P

COBAS

b Oleys Wo e84

03:5,55b

a5l ol Jly 555 5 grite Gl B 9L (o az s A B Y (slos 3 Jsbma (sl

Bl I8 elS 3 48 B pas solel &jgo 4 Byae Jeloe

MAGNESIUM
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GENERAL TEST RANGE LOW 0.5
MEASURMENT MODE ABSORB HIGH 5
REACTION MODE R-S <1> NORM.RANGE LOW 18
CALIBRATION MODE SLOPE AVG <2> HIGH 2.6

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 550nm<4> READINGS FIRST CB LAST :10

DECIMAL POSITION 2 CALIBRATION

UNIT MG /DL <11> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 3 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 25.0 STANDARD POS #

REAGENT CYCLE 1 STD-1 *

VOLUME 300 STD -2 NO
CALCULATION STD -3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK ON <1> DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 MAG N ES I U M
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 2
CALIBRATION MODE LOGIT LOG 4P HIGH 290
REAGENT BLANK REAG / DIL <2> NORM.RANGE LOW 0
CLEANER NO <1> HIGH 30
WAVELENGTH 340nm<1> NUMBER OF STEPS 1
DECIMAL POSITION 1 CALC . STEP A END POINT <1>
UNIT MG/L READINGS FIRST 7 LAST : 20
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 5 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 200 STANDARD POS #
START R1 CYCLE 8 STD -1 0
VOLUME 50 STD - 2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 5.0 STD -4 CAL/4
CALCULATION STD -5 CAL/2
SAMPLE LIMIT NO <SPACE> STD -6 CAL
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
MICROALBUMIN
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GENERAL TEST RANGE LOW 1.25
MEASURMENT MODE ABSORB HIGH 25
REACTION MODE R-S <1> NORM.RANGE LOW 2.6
CALIBRATION MODE SLOPE AVG <2> HIGH 4.5

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC . STEP A END POINT <1>

WAVELENGTH 340nm <1> READINGS FIRST CB  LAST:10

DECIMAL POSITION 0 CALIBRATION

UNIT MG / DL <12> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 3.0 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD -1 *

VOLUME 300 STD - 2 NO
CALCULATION STD - 3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1>  |REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 P HOSP HOR US
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GENERAL CONVERS . FACTOR 1.00000
MEASURMENT MODE ABSORB OFFSET 0.00000
REACTION MODE R-S-SR1 <3> TEST RANGE LOW 2
CALIBRATION MODE Lininter HIGH 130

REAGENT BLANK

REAG / DIL <2>

NORM.RANGE LOW

0

CLEANER NO <1> HIGH 20
WAVELENGTH 600nm <5> NUMBER OF STEPS 1
DECIMAL POSITION 0 CALC.STEP A END POINT <1>
UNIT IU/ML READINGS FIRST CB LAST : 20
ANALYSIS REACTION LIMIT NO
POST DIL . FACTOR NO CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 5 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1CYCLE 5 STD-1 0
VOLUME 60 STD -2 CAL/16
DILUTION NAME H20 <00> STD -3 CAL/8
VOLUME 5.0 STD -4 CAL/4
CALCULATION STD -5 CAL/2
SAMPLE LIMIT NO <SPACE> STD -6 CAL
REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
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GENERAL TEST RANGE LOW 1
MEASURMENT MODE ABSORB HIGH 14
REACTION MODE R-S <1> NORM.RANGE LOW 6.6
CALIBRATION MODE SLOPE AVG <2> HIGH 8.8

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 550nm <3> READINGS FIRST CB LAST 10

DECIMAL POSITION 0 CALIBRATION

UNIT G /DL <12> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 7 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD-1 *

VOLUME 280 STD -2 NO
CALCULATION STD -3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

p— o TOTAL PROTEIN
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GENERAL TEST RANGE LOW 5
MEASURMENT MODE ABSORB HIGH 700
REACTION MODE R-S <1> NORM.RANGE LOW 0
CALIBRATION MODE SLOPEAVG <2>  [HIGH 200
REAGENT BLANK REAG/DIL<2>  |NUMBER OF sTEPS 1
CLEANER NO <1> CALC. STEP A END POINT <1>
WAVELENGTH 505nm <3> READINGS FIRST CB  LAST20
DECIMAL POSITION 0 CALIBRATION
UNIT MG/DL<12>  [CALIB.INTERVAL ON REQUEST <3>
ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE>  |REAG.RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE>  |HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 3 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 10 STANDARD POS #
REAGENT CYCLE 1 STD- 1 *
VOLUME 300 STD -2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION INCREASE <1>  |REPLICATE DUP <2>
CHECK OFF DEVIATION 10.0%
CONVERS . FACTOR 1.00000
p— o TRIGLYCERIDES
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GENERAL CHECK OFF
MEASURMENT MODE ABSORB CONVERS . FACTOR 1.00000
REACTION MODE R-S-SR1 <3> OFFSET 0.00000
CALIBRATION MODE SLOPE AVG <2> TEST RANGE LOW 2
REAGENT BLANK REAG / DIL <2> HIGH 200
CLEANER NO <1> NORM.RANGE LOW 15
WAVELENGTH 340nm <1> HIGH 44
DECIMAL POSITION 1 NUMBER OF STEPS 1
UNIT MG /DL <12> CALC.STEP A KINSEARCH

ANALYSIS READINGS FIRST 4 LAST : 7
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 3 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 240 STANDARD POS #
START R1 CYCLE 2 STD -1 *
VOLUME 60 STD - 2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 10 REPLICATE DUP <2>

CALCULATION DEVIATION 10.0%

SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION DECREASE <1> U R EA
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GENERAL TEST RANGE LOW 2
MEASURMENT MODE ABSORB HIGH 200
REACTION MODE R-S <1> NORM.RANGE LOW 15
CALIBRATION MODE SLOPE AVG <2> HIGH 44
REAGENT BLANK REAG / DIL <2> NUMBER OF STEPS 1
CLEANER NO <1> CALC.STEP A KINSEARCH
WAVELENGTH 340nm <1> READINGS FIRST 2 LAST : 5
DECIMAL POSITION 1 CALIBRATION
UNIT MG /DL <12> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK
POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>
CONC . FACTOR NO <SPACE> HIGH NO <SPACE>
SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>
VOLUME 3 HIGH NO <SPACE>
DILUTION NAME H20 <00>
VOLUME 10 STANDARD POS #
REAGENT CYCLE 1 STD-1 *
VOLUME 300 STD -2 NO

CALCULATION STD -3 NO
SAMPLE LIMIT NO <SPACE>
REAC . DIRECTION DECREASE <1> REPLICATE DUP <2>
CHECK ON <1> DEVIATION 10.0%
CONVERS . FACTOR 1.00000
OFFSET 0.00000 U R EA (WR) 4+ 1
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URIC ACID
URICASE

GENERAL CHECK OFF
MEASURMENT MODE ABSORB CONVERS . FACTOR 1.00000
REACTION MODE R-S-SR1 <3> OFFSET 0.00000
CALIBRATION MODE SLOPE AVG <2> TEST RANGE LOW 0.3
REAGENT BLANK REAG / DIL <2> HIGH 15
CLEANER NO <1> NORM.RANGE LOW 2.3
WAVELENGTH 550nm <4> HIGH 82
DECIMAL POSITION 2 NUMBER OF STEPS 1
UNIT MG /DL <12> CALC.STEP A END POINT <1>

ANALYSIS READINGS FIRST CB LAST : 13
POST DIL . FACTOR NO <SPACE> CALIBRATION
CONC . FACTOR NO <SPACE> CALIB . INTERVAL ON REQUEST <3>
SAMPLE CYCLE 1 BLANK
VOLUME 5.0 REAG . RANGE LOW NO <SPACE>
DILUTION NAME H20 <00> HIGH NO <SPACE>
VOLUME 10.0 BLANK RANGE LOW NO <SPACE>
REAGENT CYCLE 1 HIGH NO <SPACE>
VOLUME 100 STANDARD POS #
START R1CYCLE 3 STD-1 *
VOLUME 90 STD -2 NO
DILUTION NAME H20 <00> STD -3 NO
VOLUME 5 REPLICATE DUP <2>

CALCULATION DEVIATION 10.0%
SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION

INCREASE <1>

URIC ACID
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GENERAL TEST RANGE LOW 0.3
MEASURMENT MODE ABSORB HIGH 15
REACTION MODE R-S <1> NORM.RANGE LOW 2.3
CALIBRATION MODE SLOPE AVG <2> HIGH 8.2

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 550nm <4> READINGS FIRST CB LAST : 10

DECIMAL POSITION 2 CALIBRATION

UNIT MG /DL <12> CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW  [NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 6 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD-1 *

VOLUME 240 STD -2 NO
CALCULATION STD -3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE REPLICATE DUP <2>

CHECK ON <1> DEVIATION 10.0%

CONVERS . FACTOR 1.00000

p— o URIC ACID (WR) 1+1

ey

>9)

st 53l 00T gy

: J ko 5k

oy ol yula3 021-88775656 (yokod skt b b dallias by S 53 39796 58 ygiand by e & 35 Chy9u0 53 laka)



Deltap

P

COBAS b Oleys Ws S

03:5,55b

URINE PROTEIN s

BENZETHONIUM CHLORIDE Y

S5 18 S 3 50 Gpas eolel g 4 Gyre Jolme 2 ghowo (53w 00T (g y

bl o o Jls 595 5 g ovie 25 B oLT ilo arp ALY sloo ,5 Jslos (o)l 2 Jalwo 550l

GENERAL TEST RANGE LOW 6.24
MEASURMENT MODE ABSORB HIGH 2009
REACTION MODE R-S-SR1 <3> NORM.RANGE LOW 0
CALIBRATION MODE Lininter HIGH 150

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 505nm <3> READINGS FIRST 7 LAST : 20

DECIMAL POSITION 0 CALIBRATION

UNIT MG/L CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 15 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD-1 0

VOLUME 180 STD -2 CAL/16

START R1 CYCLE 8 STD -3 CAL/8

VOLUME 90 STD -4 CAL/4

DILUTION NAME H20 <00> STD -5 CAL/2

VOLUME 5 STD -6 CAL
CALCULATION

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 U R I N E P ROTE I N
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GENERAL TEST RANGE LOW 5.25
MEASURMENT MODE ABSORB HIGH 500
REACTION MODE R-S <1> NORM.RANGE LOW 76.2

CALIBRATION MODE

SLOPE AVG <2>

HIGH

127

REAGENT BLANK

REAG / DIL <2>

NUMBER OF STEPS

1

CLEANER NO <1> CALC.STEP A END POINT <1>

WAVELENGTH 550nm <5> READINGS FIRST CB LAST : 10

DECIMAL POSITION 0 CALIBRATION

UNIT uG /DL CALIB . INTERVAL ON REQUEST <3>

ANALYSIS BLANK

POST DIL . FACTOR NO <SPACE> REAG . RANGE LOW NO <SPACE>

CONC . FACTOR NO <SPACE> HIGH NO <SPACE>

SAMPLE CYCLE 1 BLANK RANGE LOW NO <SPACE>

VOLUME 15 HIGH NO <SPACE>

DILUTION NAME H20 <00>

VOLUME 10 STANDARD POS #

REAGENT CYCLE 1 STD-1 *

VOLUME 300 STD -2 NO
CALCULATION STD -3 NO

SAMPLE LIMIT NO <SPACE>

REAC . DIRECTION INCREASE <1> REPLICATE DUP <2>

CHECK OFF DEVIATION 10.0%

CONVERS . FACTOR 1.00000

OFFSET 0.00000 Z I N C
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